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Pre-breeding strategies for obtaining new resilient and added value berries



Objective

• Offer to breeders an opportunity to screen and 

select their genotypes of interest against a suite 

of markers

• GWAS find location in the genome that are 

important for different traits  

• MAS identify molecular markers which can be 

useful to breeders across all raspberry breeding 

programmes



Our Experience

Genotypes provided by G-Berries

FIELD SELECTION: 14 genotypes

ADVANCED SELECTION: 15 genotypes

VARIETIES: 19 genotypes

SEEDLINGS: 338 came from two crosses

(MO.LA.21-004 - MO.LA.21-005)



Traits of  interest and phenotypic data

VEGETATIVE PARAMETERS

• Leaf bud break

• Leafing out

• Flower bud swell

• Open flower

• 1° pick

• Senescence beginnig

• Senescence end

Flower bud swell
04/04 – 05/05

Leafing out
24/03 – 24/04

Leaf bud break
03/03 – 01/04

Open flower
15/04 – 25/05

Our Experience



PEST AND DISESEAS

• Aphids

• Red Spider Mite

• Chrysodeixis Chalcites 

• Rust

• Spur Blight

• Powdery Mildew

• Root rot

Spur Blight

Red Spider Mite

Traits of  interest and phenotypic data

Our Experience



FRUIT QUALITY TRAITS

• Size 

• Color (1-5 scale)

• Firmness (1-3 scale)

• Brix

Traits of  interest and phenotypic data

Our Experience



Suitable leaf  samples

In May 2022, 4-6 leaf disc from each genotypes were collected 

following the instructions provide by the coordinator and sent 

to a dedicated lab for the DNA extraction 

Our Experience



Receipt of  the phenotypic data for the 450 selections

Our Experience



Completion of  the training

In December 2024 we partecipate to a video meeting 

to discuss about the preliminary results

During the first part of the meeting we had the 

opportunity to analyze the genetic structure of the 

raspberry genotypes provide by the project members.

In the second part the results from the GWAS were 

presented and we discuss about the most important 

trait of interest for the different breeding program. 

Our Experience



Results

The preliminary results obtained showed that most of the G-

Berries material are genetically similar and they can be 

grouped in two cluster while some raspberry genotypes are 

more genetically different from the rest.

These information are very useful because they will help us to 

take decision for our breeding program despite they are 

preliminary



Results

The results from the GWAS, a very important tool to find location in the genome that are important for

different traits, are interesting and some potential SNPs for some traits were find for color, leaf out, flower

bud swell



Impact

• The BreedingValue Open Call#3 provided a huge added value to our company

• Thanks to this project we have been able to acquire a lot of knowledge on plant genetic, especially on

MAS and GWAS. These tools could be very useful to save time, space and speed the breeding process

• Opportunities to network and exchange ideas with other companies

• Allowed us to improved our data collection method by making it more effective



THANKS FOR YOUR ATTENTION 
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